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^^Product: angiostatin #status experimental <AST> 
, ►.;.581-510/Pxoduct : plasmin #status experimental <MAT> 
Jp>TC>omain: plasmin chain A frstatus experimental <CHA> 
lei/Domain: kringle homology <KR1> 
krlngle homology <KR2> 
kringle homology <KR3> 
kringle homology <KR4> 
kringle homology <KR5> 



us-09-50. 



■262/DomaiD: 
352/Domain : 
454/Domain : 
560/Domain : 



580/ 581-810/Product: microplasmin »status experimental <MMT> 



Query Match 99.7%; 
Best Local Similarity 99,6%; 
259; Conservative 
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Score 1535; DB 1; 
Pred. No. .7 .le-105; 
0; Mismatches 1; 
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PID:g387026 
Ottolenghi, S.; 



RESULT 1 
PLHU 

plasmin (EC 3.4.21.7) precursor [validated] - human 
N;Alternate names: plasminogen precursor [misnomer] 
N; Contains: angiostatin; microplasmin-; plasminogen 
C;Species: Homo sapiens (man) 

C;Date: 24-Apr-1984 #sequence_revision 02-Dec-1994 ttext_change 15-Sep-2000 
C;Access.ion: A35229; 152242; A26646; 162738; 184609; S03735; A00929; ^04627; A04625- 
^R;Petersen, T.E,; Martzen, M.R.; Ichinose, A.; Davie, E.W • -f^u^o^/, AU4bj:>, 

J. Biol. Chem. 265, 6104-6111, 1990 

A; Title: Characterization of the gene for human plasminogen, a key proenzyme in the f 
A; Reference number: A35229; MUID : 90202879 ^eu^yiue in tne r 

, A; Accession :■ A35229 
A; Molecule type: DNA 
A; Residues: 1-810 <PET> 

A; Cross -references: GB:J05286; GB:M34276; NID:gl90064; PIDN- AAA60113 

A; Experimental source: leukocyte; lung fibroblast 
^R;Malgaretti, N.; Bruno, L.; Pontoglio, M. ; Candiani, G.; Meroni, G • 
^Biochem. Biophys . Res. Commun . 173, 1013-1018,-1990 
>;Title: Definition of the transcription initiation site of human plasminogen gene in 

A; Reference number: 152242; MUID: 91097523 J-uuyeu gene in 

A; Accession: 152242 

A; Status: translated from GB/EMBL/DDBJ 
. A; Molecule type: DNA 
A; Residues: 1-16 <MAL1> 

A; Cross -references: GB:M62890; NID:gr90092; PIDN: AAA3 6454 , 1; PID-q553613 
,^orsgren, M.; Raden, B.; Israelsson, M.; Larsson, K.; Heden, L.O, 
FEES Lett. 213, 254-260, 1987 

^^tfitL ^^^^'^^i^^ °^2?i?f ^"^ characterization of a full-length cDNA clone for human 
A; Reference number: A26646; MDID: 87162490 """tau 
A; Access ion: A26646 
A; Molecule type: mRNA 
A; Residues: 1-471, 'D' , 473-810 <FOR> 
A; Cross -references: GB:X05199; NID:g35530; 
A; Experimental source : liver 
R;Malinowski, D.P,; Sadler, J,E.; Davie, E, 
Biochemistry 23, 4243-4250, 1984 

Title: Characterization of a complementary deoxyribonucleic acid coding for human a 
A;Reference number: 145961; MUID: 85023311 ■ "uiuan a 

A; Accession: 162738 

A; Status: translated from GB/EMBL/DDBJ 
A; Molecule type: mRNA 

A;Residues: 292-471 D' , 473-810 <MAL2> 
A;Cross-reference9: GB:K02922; NID:gl90112; 
A;Accession: .184609 

A; Status: translated from GB/EMBL/DDBJ 

A; Molecule type: DNA 
*A;Residues: 367-419 <:MAL3> 

A; Cross -references: GB:K02921; NID:gl90110; 

R;Brunisholz, R.A.; Lerch, P.G.; Schaller, J.j 

Eur. J. Biochem. 114, 465-470, 1981 
-ATTitle: Comparison of the primary structure of the N- terminal CNBr fragments of huma 



PIDN:CAA28831.1; PID:g35531 



PIDN:AAA6.0124.1; PID:g387031 



PIDN:AAA60123.1; 
Rickli, E.E.; 



PID:gl90111 
Lergier, w.; 
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